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Exome sequencing 30%

ACPA 10 to15%






nternship

» General population
« Autism cohorts
Population  Local cohort of >200 families of patients

* Quantitative measures of global cognition (1Q test)
» Verbal (non-word repetition task)
Clinical data ~ « Behavioral ( social communication test)

» Create an algorithm to interpret non-recurrent SNVs in NDDs

 Validate this algorithm on a local cohort

 Evaluate the data via statistical linear models between estimations from

Tasks
autism & general population and estimations from the local cohort
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